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H W35t 1% 5 JBete W b5 S e A i i AR 25 30
5i 3 EWAEAEMBOA AT RES S UC AW . Rl
GIESFRRIE, BRI UC 1A% 5 B W
QI 7k LY - eTi s 4 L EN B R By d e = Dt
RS A 355 R S i R RO S R R A O i
FHECHE S5 1 58 Ir L e B ek ) o B A, S5
PR b I R s KR N, N A R T e
PRI AR, 35 AR 2 0 148 T 1 ) ot (AN A e 55 )
Bl 6 156 A 1M 308 37 M in B g 1 R BUE
BT R WA I T 15 | 1 I 3R G A2 325 S AT BT S8
LUK AR AR [ iy B B 2 i B b it 97 e

XEHS: 1000-2723(2013)04-0001-04

DR 8 1 B e SO, S 2 IR B 3 rh ok 4 i
A R K A AR PR IR SETE Uil , 5 A8
Bt , XA T 5 R B LAY I FH 520 , AN BE>
B AT, 2 kA RE TS F A, A B A A
B FESR, 101 AR BRI, BT A DI RER 55 , A Z S
AR, MU 97 )5 A & . mT L, UG 9%
I -5 B T A AR AR G

TEM B SR Z T i R A A] i/
AR o AEHREST  ENIR AR BA B i |
HEWIHSPL I RE S E SR AR DIRE , T BER SR U
IR AR IR, FRTE A LR sEiRiE 2
2 AR 9 R I R/ U T8 LT TR A 2
o L IO 5 1R R B (P<0.01) T B 5
FE AR (P<0.05 )1 XoF LR /I B B AT fig i T AR 41 48 I
e BT g IS VR T, SR AT i BT XL
WA B AT B FLIRRAT B R R K S I, B
JUUZ TS 2340, AR 200 M i 3 22 | T R R T B
HEFIZETL LR K B2 s, itk — P S
% FHARHARYY UC BIFERIPLE], EHMWESEAAR

* HETH. BEREARFEETE(NO: 81173172); ZH A SEFRERBAREMRESTB(NO: KJ2011 A184);
ZHA“115” FUEFEANGE; 2P EFRSERNEMRELTE(NO: 2013qn024 ); L& BARRZF

E£THE(NO: 1308085QH155)
Wi HEE: 2013-07-16

{&E HER. 2013-07-30

VEERN: IME(1980~), 2, ZRGHEIL A, BhE, W58 1] IR A TR I 3Ie 5 S 09T
AEAEVEH : £4#E, E-mail : wangjian6301@163.com



2013 4F

= RSB R

5536 35

O IGRER RIE UC K RRZS B s B s ), B A
mr.

1 #E

1.1 %4

SEARBATT FET W 9g, B 9g, Zitb
6g, T3 6g, 1 o 12g, FIIR%E 15g, A 15g, H &
(15)9g, AR 15g, 1124 15g, Bz 9. HZeirhEE2E
BE 17192 38 4 41t o M0 0 B ik sE (SASP): it 5
20101212, I ifg = 4EHl 254 BRA w47, B 0.25
go 2,4,6- —FHFEAAHETR (TNBS ) : Sigma 23 747
1.2 XA

KORLZE 40 B & DNA (QTAamp DNA
StoolMiniKit ) $2& BUAF £ - #it5 D4015-00, H QIA-
GEN A HJ#24t, ERIC-PCR 5|¥1: LiFsI¥F7
ERIC,:5’ ~ATGTAAGCTCCTGGGGATTCAC -3 ; F
51 % ¥ %1 ERIC,:5” ~AAGTAAGTGACTGGGGT-
GAGCG-3", W g TAEYH ARG BRA A4
Pfu i .\ 10xTaq 28t , NTPs (2.5mmol/L) : 1 K%
FAEY A EPEE . BB ALY 111860, 1 Promega
SNAEIRE . 50XTAE 0.5xTAE HL UK 2% i .ddH20
S F L.

1.3 %

{EE I Wistar K 40 H, BEMES R 180~
250g, HLBERIRZESY o4 gt, FaliEs .
SCXK (¢ )2011-002,

1.4 BEFik &

TGL-16GB AU R R B 0L il =2
IXER s GL-88B el TR G # : FoAk DRI ER il 2
A B FORE 25 K7 BS224S . 7l [ B8 2 RIS A1 A w5
UV-754 BUA] UL SE ARG BE T : HAR B YA Al 5
PCR # TAE G B HE A LA A 7] PCR 3 B
5 [E Biometra A w5 7KF-HLUKAY : Pharmacia 23 7]
Pl REEIE AR AT R GE 120 LI RAEA ] .

2 FHik
2.1 #AF

40 R FGE RN MR 1 G , AR TR T
R () il 2%, ELARAE IR by - BEAILIIER 10 HAE R IEH
XTHREH , T OB 8 PR P SR R 19~25°C, A X
JE 429%~65% , A RIEEYOK, B H 4T 0.9%F k4
T 2mL #EH 1. Ha 30 KRB HES
12h(24 H 20:00 £ H 8:00), JUFRMRES FH#EH 4C
0.9% AN FHR (2mL/ H) 1 ¥ XH 78 2R E (4
H 20:00 2 H 8:00), 1 IR T HE B % (4mL/

2

FO1 GBIk e e (DU R w GE % I8E
NEH)” SR E R R B E TS 2em BUK IR IE
MEFE 8h(12:00-8:00) , FBT4LL“ A JE i i , SN & 5
A, K R YU (SRS, Tk IE RS, 4i
R AR ST 1], F T LA P B T 554, 1
B o LRI 20d , R BRI BRI B s b 1R
T R G RN 5 R R B B MBS b4 R
M, HERS BRHR 5 Bz T (0 PRI IR & 0 RS A ot
T, /IMEE RS, BT, R HEE
G 5L P, HEGE S BAT I T2D i, E g AT SRR AR,
EF AL o Y R A AR P T 1

TR 21 K, RH 2,4,6- = h K% R
(TNBS)/ LR i) UC ARAY , AR ERARIK 24h, FR
5% 0.35m1/100g 14 8 18 15 T 5 10% 7K & AT
PRI [ KR, FHEAR 2.0mm K 12em BIRR RS S
W ZWAAR A I S, R BRI TR 40 AR Y
8em Ab . IE H X MR ZH 45 T 0.9% E Ak B T I TR
0.85mL J# 7 ; — UM TNBS/ 2B (5% 2,4, 6—
A EE SRR R (TNBS) 5 50% L B2V 125 L3R
GBHE A )0.85mL, 525 A ik 30 H G F
WER FBREEALTT 7~8em TEI M E N, FEE ALY 0.3mL
S A PR K R R, FREEEE Tmin, MG AT 72
STBARBIEN . BAEE G M RKETFE A
SRIEWE, F IR EOK . 2~4 d P PLEE RO IfL {8
VLA UC BEAY A ] %) o
22 Hiab%h

WA S ) ) ) R R B HL 2 AR B 2 S %
FAARHLAL  FHPEXT BE 254, B T IR 5 TR, iR
P (PRS2 )N R R S S R T R
BRI A K RE S Rl LR R A 4
FTSEEAARBAGH 1.2 ¢/(100 g-d), BHYEXTIEZG2H
25T SASP50mg/(100g-d ), IEF Xt HEZH A AIZH 245
T 0.9% FALENTES 1 mL/(100 g-d), 3ELE 15 d.
AR IE R IR E
2.3 %M A S ERIC-PCR 354 B & 941

BHRREZ 15d J5 258 R EK 24h, FREE,
¥4 0.35m1/100g 14 5 M8 i 1 5 10% 7K & S
30min JE ¥ MG S, BALTTAb W) FHUES B 6~8cm
b, Wi R BB S B N A BT OO B
OB, S RVCE -20°CIRA & . B NEY
B 0.2g, FHREZEMEAHTRE M DNA S 805 & 4
IS 7 40 B DNA, B T -20°CIR-AE . 24Nt
FCEETHIE DNA i LASSIA N YR DNA st
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e, #47 ERIC-PCR #5815 538« PCR KW ARF
10 xTaq 2% ¥ 2.0uL,dNTPs (2.5mmol/L)2.0uL,
ERIC, 10pmol, ERIC, 10pmol, Pfu fifi 1u,DNA 5 #x
50ng, ddH,0 #ME 20pL. PCR SR 254 : 95°C i
Tmin;94°C 10s.92°C 40s,49°C 8s.52°C 1min,74°C
10s.72°C Smin 8P R K IEAH 35 MR ;72°C K
P 10min. U PCR W) 10pL T 1938 AERHEERL
HrEL Ik, I 45 A MEE I A 22 G0 BRORH T SR S 9 45
BLEH 3
24 LMHEBABREMEFHS

T 22 RN B TR J , ) 0.9% S AL Ak 555
WV L TRAA N2 , PR B2 K B i 2 i 20 41
PIEOL, BORAEZE IHLHL 0.5em 2247, 10% H B
WEE A D) IR AKE - e a5 E
=TT

3 &R
3.0 ALK AL RS BA I A A
PRI R UL - T 5 %F AR 2L A B M 2ot L 4, 38

LB, A WL T s A5 70 2 K R4t i B ok 18 T
Fe ML ML SCEEROR , 1R B I A S5 AR L
2 5 BH P T E 245 2K B 455  280 5 7e afi 7Kk ik B 3 ik
B RSB MY R  Bm N R RS

B RO 1E X HRAL R RS A B e 3%, b
A HE S L 55, T S0 45 S S AE 20 e il [ AT
JZ I BRARHES U], S5 K775 06T , AR A0 e == a5 A2 RY
HK BT R By, MR B SR B 2% A6
DR L a2, 285 B 1A )2 A R o M 2 L R A
JH bk L 40 A A5 R MR AR IR T 5 245 R HH R R
SERH RN R R L 2 S AEAE T i B X
AR G, HE AT 2555 16 6 BE AL AH I B, R0k 40
Ji=E & PR X 8 25 41 45 s BRI B A 3R 1k B
JEL Bl R A 52 B S, B A 3 R 8 I R 7 B
J2 AT LD SR A IR
32 B4 KXRALMmA S ERIC-PCR = 4 5 4 &
2et2d

XF £ R BRZ5 I N AR #E4T 3 I ERIC-PCR
FESURE BT A5 BT e, TR RS, A
UL S5 AR A | BH X6 B8 24 2 A 5 %) B2
(25 R TR AR 22 53 BT 2] ERIC-PCR $54(
PIE DNA S5t 350/ IE 8 % R AL L BH P HE 25 41 A
{EIAITE LS S0 3% DNA S5 %2, Hoh  Bisig
A 6 NREA Al oA AR — 3k, Hofth 3 40 3
BIG Y, P USEAAREGEY ERIC-PCR

RO S IE R AR T, WK 1.

C. FREXS IR25 20

D. 2% AR
1 FAEHEE DNA FE40Elit

4 itig

PLEEXT UC i 0B (T 3 Bl i A% 4e i)
PRGSO R 2R 07, B 2 e T i sg e,
2 R 2B 8 AN R TG A, AN BE S8 S 1 Aff b S
BRI A ATE L . A5 R I ERIC-PCR $54(
I, BRI ERIC 4.0 B BEAR <P 51
54T PCR, ERIC-PCR 9" 34 4 7= ) K /ME
50~3 000bp Z [i] , BRI AR R H A SFE R 45 H
TR EL T P, AR S R I A AURE R AR
2B, AT DL A [R) 2 1 40 T A ] — R 2 A
HOAS TR A BRI PR, B A e T A S e i A T R ) B A A
AR

TREREEINE 3 ERIC-PCR $AR &7 UC FIHE
Jir T R I I T A0 DNA F8 8085, LIS Ho
ARSI RE A2 5 . 253 IR UC 4T84
KLk DNA 205/, IR XTI 2t S g
RUFELETE R K DNA & 2 ;UC b 18 4
BEA AT AR A B — 8, IEH 6 B2 3235 07 B o8
— e, HE UC A9 ] e 5 1 g 18 240 TR ek g
AKX, FEASH 1 PHFREREN . UC BEHEA
DNA Z&ty BH (/> HAth i 38 952 0 5 5 A0 OE 5 i et
4, $ER UC FIIEH X R LH A9 i i B R e e R 22
5, SR ESRIESE T UC B35 n] BEAFAEATT A
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— (KBS, BRI UC BEAMA
AT REAEAEAN R0 S TR, BRI AR 22 S

ARSI R A MR RIE UC K RES
7 HE ERIC-PCR $i§ Sl 5515 5 1 # 4HAH AR
RAEMUE, B AR 2] Sk, HA 6 4>
I —E AT, KW UC &R T e SRR
1 B A T A O, W U I Y A S I Ak
AP ) B R, R 8 s R R, 5 DL Sk
B HA R, S AU AR B 2Y
20 ERIC-PCR 4840 Kl DNA S i I g 4 &2 |
FMABZE IR BOA SASP X LR T IR IE B M 4%
48 IR 235 i T A 0 U 10 A B I e R R A
o HA e IZ2% AR EZH ERIC-PCR 84 & 5
T e A, R WIS 2 RO A R0 9 M
MERIIE UC KB ZE I AR, AT B LAY
BIETIRE R SR RN, e 7 AL

h T EIRA MRS SE FUREOR Y . R
JEVRIRIUE UC K BRI 25 1 T 0 R FE ML,
— RN T 168 rRNA B9 FAEW 2507 h
PRI 1Y 16S TRNA P8 48 2514, i
FHZEESL I} 2 B PCR 0 U 28 K B4 i B A v 1)
MUEAT B LR AT B & W Bk R 8 A K AT 1 s
ROUAMER B AT 50T, IR IRIG T P ke
A
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The Influence of Shenlingbaizhusan on Intestinal Flora of Rats Modeled by Ulcerative Colitis
of Spleen Deficiency and Dampness Type

SUN Juan, WANG Jian, HU Jian—-peng, LI Zi-hui, YE Ming—gang, XU Wei
(Jointly Key Laboratory of Xin'an Medicine of the Ministry of Education in Anhui of Chinese Medicine, Hefei Anhui 230038, China)

ABSTRACT: Objective To observe the influence of Shenlingbaizhusan on intestinal flora of rats modeled by ulcerative colitis
(UC )of spleen deficiency and dampness type in order to explore the therapeutic mechanism of Shenlingbaizhusan to UC. Methods 40
healthy Wistar rats were randomly divided into normal group,model group, Shenlingbaizhusan treated group,and sulfasalazine(SASP)
group. The damp —heat syndrome of stomach and intestine were copied by multivariate methods which simulated the etiology of
Traditional Chinese Medicine. The treatment had been given to the appropriate model. Total bacterial DNA was extracted from the
contents of the colon. Flora was analyzed by ERIC-PCR technology. Results There were the differences of the intestinal flora in four
groups according to the analysis. The DNA bands of ERIC-PCR fingerprinting electrophoresis were little in model group. The DNA
bands of ERIC —PCR fingerprinting electrophoresis were numerous in other three groups. The trend of main —belt location of
Shenlingbaizhusan was close to normal group. Conclusion There might be an advantage intestinal bacterium. Shenlingbaizhusan
played an important role in adjusting microflora imbalance of UC of spleen deficiency and dampness type, Increasing dominant strain
of intestinal , restoring the flora balance status in order to promote the recovery of damaged intestinal tissue.

KEY WORDS: Shenlingbaizhusan;ulcerative colitis;spleen deficiency and dampness type; colonic microflora
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