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Study on the Molecular Mechanism of Jujing Zhuyu Decoction in Treating Infertility

Based on Network Pharmacology
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ABSTRACT: Objective Jujing Zhuyu decoction is a self-made compound for the clinical treatment of male infertility.
Its curative effect is definite, and its mechanism of action has not been clarified. Methods Using the TCMSP database to
collect compounds and targets of Jujing Zhuyu decoction, using the gencards database to collect targets of infertility related
diseases, using the STRING 11.0 database to analyze protein interactions (PPI) between Jujing Zhuyu decoction and the

common target of infertility, using Cytoscape 3.8.0 software to screen core genes, biological processes (BP) and molecular
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functions (MF) of GO cell component (CC) enrichment analysis was performed using the string database and R 4.0.3 software

to draw bubble and bar charts. Import components, diseases, pathways, targets, etc. into the system to draw a pathway

network diagram. Results After searching and screening, 248 compounds of Jujing Zhuyu decoction were obtained, including

2 238 potential targets, 1 369 genes related to male infertility, and 185 common targets of Jujing Zhuyu decoction and male

infertility. The results of network pharmacological analysis showed that quercetin, luteolin, kaempferol y— Aminobutyric acid

is the main active component of Jujing Zhuyu decoction. ESR1, IL2, Fos and nfe2l2 are the main targets of Jujing Zhuyu

decoction in the treatment of male infertility. The common targets are enriched in multiple signal pathways such as PI3K-

Akt, and regulate biological processes such as cell, apoptosis and gene transcription. Conclusion The mechanism and target

of action of Jujing Zhuyu decoction in treating infertility have been preliminarily determined, providing reference for

subsequent research.
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x1 REBEHFZ-FAHELFEES MCODE BESHIFMFERR

Cluster Network Nodes Edges Node IDs

HIF1A, NOS2, EGFR, CDKNIA, EGF,
SRC, FGFR2, NOTCH1, PTPN1, PCNA,
24 82 JAK2, JUN, RB1, BIRC5, MTOR, CDK4,
MDM2, ESRI1, IFNG, MAPK1, ERBB2,
E2F1, MYC, MAPK14

NFE2L2, CYP3A4, POR, AKR1C3,

2 9 19 HSD3B2, CYP1A1, CYP17A1, HMOXI1,
CYPIA2
MMP1, CXCL8, CXCL10, CCNDI, IL1A,
3 13 26 FOS, IL13, CCL2, NR3C1, IL4, MMP9,
STAT3, HSP9OAA1

A " 16 IL2, AKT1, CASP3, IL10, INS, TGFBI,

INSR, IL1B, STAT1, CASP8, RELA
R2 BREWFFETAETEXRRESEEER

ID Name Average Shortest Path Length Betweenness Centrality Closeness Centrality Degree
MOLO000098 quercetin 2.144809 0.090848 0.466242 87
MOLO000006 luteolin 2.505464 0.022101 0.399128 39
MOL000422 kaempferol 2.434426 0.020278 0.410774 35
ID:23042  Gamma-Aminobutyric Acid 3.057377 0.009298 0.327078 32
HBIN037659 obscurine 2.964481 0.012225 0.337327 31
MOLO000358 beta—sitosterol 2.478142 0.021657 0.403528 24
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